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<170> Patentin Ver. 2.1 / 

<210> 1 / ^ 

<211> 13 / \ 

<212> PRT / 
<213> Artificial Sequence / 

<220> / 

<223> Description of Artificial Sequenced derived from ElA 



<400> 1 / 
Val Asn Glu Phe Phe Pro Glu Ser Leu lie Leu Ala Ala 
1 5 / 10 

<210> 2 / 
<211> 11 / 
<212> PRT * / 

<213> Artificial Sequence / 

<220> / 

<223> Description of Artificial Sequence : derived from ElA 
<400> 2 / 

Val Asn Glu Phe Phe Pro Ala Ser Ala lie Leu 
1 ^ / 

<210> 3 / 
<211> 11 / 
<212> PRT / 
<213> Artificial Sequence 

<220> / 

<223> Description of Artificial Sequence : derived from ElA 



<400> 3 

Val Asn Glu Phe Ala Pro Ala Ser Ala He Ala 
15 10 

<210> 4 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : derived from p53 
<400> 4 

Ser Gin Glu Thr Phe Ser Asp Leu Trp Lys Leu Leu Pro 
15 10 

<210> 5 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : derived /from E2F 
<400> 5 

Phe Asp Cys Asp Phe Gly Asp Leu Thr Pro Leu As-p Phe 
1 5 10 ' 



<210> 6 
<211> 19 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : derived from Mdin-2 
<400> 6 / 

Lys Lys Leu Lys Lys Arg Asn Lys Rro Cys Pro Val Cys Arg Gin Pro 
1 5/10 15 

He Gin Met 

<210> 7 
<211> 19 
<212> PRT 

<213> Artificial Sequence/ 
<220> 

<223> Description of Artificial Sequence : derived from CBP 



<400> 7 / 

Gly Cys Lys Arg Lys /rhr Asn Gly Gly Cys Pro Val Cys Lys Gin Leu 
1 5/ 10 15 



He Ala Leu 



<210> 8 
<211> 13 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial 



Sequence: derived from ElA 



<400> 8 

Val Asn Glu Phe Phe Pro Glu Ser 
1 5 



Leu lie- Leu Ala Ala 
10 



<210> 9 
<211> 13 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial 



Sequence : derived from p53 



<400> 9 

Ser Gin Glu Thr Phe Ser Asp Leu 
1 5 



Trp Lys Leu Leu Pro 
10 



<210> 10 
<211> 13 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial 



Sequence : derived from E2F 



<400> 10 

Phe Asp Cys Asp Phe Gly Asp Leu 
1 5 



Thr Pro Lbu Asp Phe 
10 



<210> 11 
<211> 13 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial 



Sequence : derived from TFIIB 



<400> 11 
Met Met Asn Ala Phe Lys Glu Il€ 
1 5 



Thr Thr Met Ala Asp 
10 



<210> 12 
<211> 13 
<212> PRT 
<213> Artificial Sequence 



<220> 

<223> Description of Artz'ificial 



Sequence : derived from YYl 



<400> 12 



Ala Glu Asp Gly Phe Glu Asp Gin 
1 5 



He Leu He Pro Val 
10 



<210> 13 
<211> 13 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial 



Sequence : derived from YYl 



<400> 13 

Cys Thr Lys Met Phe Arg Asp Asn 
1 5 



Ser Ala Met Arg Lys 
10 



<210> 14 
<211> 13 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial 



Sequence : derived from YYl 



<400> 14 

Cys Gly Lys Ala Phe Val Glu Ser 
1 5 



Ser Lys Leu Lys Arg 
10 • 



<210> 15 
<211> 13 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial 



Sequence: derived from MyoD 



<400> 15 

Thr Thr Asp Asp Phe Tyr Asp Asp 
1 5 



Pro ^Cys Phe Asp Ser 
10 



<210> 16 
<211> 19 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial 



Sequence : derived from CBP 



<400> 16 

Gly Cys Lys Arg Lys Thr ^fsn Gly 
1 5 



Gly Cys Pro Val Cys Lys Gin Leu 
10 15 



He Ala Leu 



<210> 17 
<211> 19 
<212> PRT 
<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence : derived from p300 
<400> 17 

Gly Cys Lys Arg Lys Thr Asn Gly Gly Cys Pro lie Cys Lys Gin Leu 
15 10 15 

lie Ala Leu 

<210> 18 
<211> 151 
<212> PRT 

<213> Human papillomavirus 
<400> 18 

Met Phe Gin Asp Pro Gin Glu Arg Pro Arg Lys Leu Pro Gin Le\/ Cys 
1 5 .10 /5 

Thr Glu Leu Gin Thr Thr lie His Asp He He Leu Glu Cys/Val Tyr 
20 25 3( 

Cys Lys Gin Gin Leu Leu Arg Arg Glu Val Tyr Asp Phe ^la Phe Arg 
35 40 45/ 

Asp Leu Cys He Val Tyr Arg Asp Gly Asn Pro Tyr Al4 Val Cys Asp 
50 55 ' 60 /' 

Lys Cys Leu Lys Phe Tyr Ser Lys Tyr Ser Glu Tyx/ Arg His Tyr Cys 
65 70 75 / 80 

Tyr Ser Leu Tyr Gly Thr Thr Leu Glu Gin Gin /Tyr Asn Lys Pro Leu 
85 90 / 95 

Cys Asp Leu Leu He Arg Cys He Asn Cys Gin Lys Pro Leu Cys Pro 
100 105 / 110 

Glu Glu Lys Gin Arg His Leu Asp Lys Lys Gin Arg Phe His Asn He 
115 120 / 125 

Arg Gly Arg Trp Thr Gly Arg Cys Met /Ser Cys Cys Arg Ser Ser Arg 
130 135 / ' 140 

Thr Arg Arg Glu Thr Gin Leu 
145 150 

<210> 19 
<211> 49 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: polylinker of plasmid pMALP 



<400> 19 / 

ggatccgtcg acctcgagcc cgggctgcag aagcttgatt gattagctt 



49 



<210> 20 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<221> VARIANT 
<222> (1) 

<223> Xaa represents Lys or Arg 
<220> 

<221> VARIANT 
<222> (2) 

<223> Xaa represents Lys or Arg 
<220> 

<221> VARIANT 
<222> (3) 

<223> Xaa represents any amino acid 
<220> 

<221> VARIANT 
<222> (5) 

<223> Xaa represents any amino acid 
<220> 

<221> VARIANT 
<222> (6) 

<223> Xaa represents any amino acid 
<220> 

<221> VARIANT 
<222> (9) 

<223> Xaa is Val or lie 
<220> 

<221> VARIANT 
<222> (11) 

<223> Xaa represents Lys or Arc 
<220> 

<221> VARIANT 
<222> (12) 

<223> Xaa represents any ajnino acid 
<220> 

<223> Description of Arfe'ificial Sequence: consensus sequence of transcriptional 
adaptor 

motif (TRAM) 

<400> 20 

Xaa Xaa Xaa Asn Xaa^ Xaa Cys Pro Xaa Cys Xaa Xaa 
1 /5 10 



<210> 21 
<211> 13 
<212> PRT 



<213> Artificial Sequence 

<220> . 
<221> VARIANT 
<222> (1) 

<223> Xaa represents Lys or Arg 
<220> 

<221> VARIANT 
<222> (2) 

<223> Xaa represents Lys or Arg 
<220> 

<221> VARIANT 
<222> (3) 

<223> Xaa represents any amino acid 
<220> 

<221> VARIANT 
<222> (5) 

<223> Xaa represents any amino acid 
<220> 

<221> VARIANT 
<222> (6) 

<223> Xaa represents any amino acid 
<220> 

<221> VARIANT 
<222> (9) 

<223>' Xaa represents Val or lie 
<220> 

<221> VARIANT 
<222> (11) 

<223> where Xaa represents Lys oi/ Arg 
<220> 

<221> VARIANT 
<222> (12) 

<223> Xaa represents any ami^ho acid 
<220> / 

<223> Description of Art/ficial Sequence : consensus sequence of transcriptional 
adaptor 

motif (TRAM) 



<400> 21 

Xaa Xaa Xaa Asn Xaa Xaa Cys Pro Xaa Cys Xaa Xaa lie 
1 /s 10 



<210> 22 
<211> 7 
<212> PRT 
<213> Artifi/5ial Sequence 



<220> 

<221> VARIANT 
<222> (2) 

<223> Xaa represents any amino acid 
<220> 

<221> VARIANT 
<222> (3) 

<223> Xaa represents Glu or Asp 
<220> 

<221> VARIANT 
<222> (4) . . (6) 

<223> Xaa represents any amino acid 
<220> 

<223> Description of Artificial Sequence: consensus/sequence of Transcriptional 
interaction motif (TRIM) 

<400> 22 

Phe Xaa Xaa Xaa Xaa Xaa Leu 
1 5 

<210> 23 
<211> 7 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequ^fice: derived from ElA 
<400> 23 

Phe Pro Glu Ser Leu lie Leu 
1 5 

<2l6> 24 
<211> 7 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : derived from p53 
<400> 24 

Phe Ser Asp Leu Trp Lys^ Leu 
1 5 ' 

<210> 25 
<211> 7 
<212> PRT 

<213> Artificial Sfequence 



<220> 



<223> Description of Artificial Sequence : derived from TFIIB 



<400> 25 / 

Phe Lys Glu Vie Thr Thr Met 



<210> 26 
<211> 7 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : derived from YYl 
<400> 26 

Phe Glu Asp Gin lie Leu lie 
1 5 

<210> 27 
<211> 7 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : derive^ from YYl 
<400> 27 

Phe Arg Asp Asn Ser Ala Met 
1 5 

<210> 28 
<211> 7 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial 



lence : derived from YYl 



<400> 28 

Phe Val Glu Ser Ser Lys Leu 
1 5 



<210> 29 
<211> 7 
<212> PRT 

<213> Artificial Sequenc/ 
<220> 

<223> Description of Artificial Sequence : derived from MyoD 
<400> 29 

Phe Tyr Asp Asp Pro' Cys Phe 

1 ~ 



<210> 30 
<211> 12 
<212> PRT 
<213> Artifici'al Sequence 



<220> 



<223> Description of Artificial Sequence : derived from CBP 



<400> 30 

Arg Lys Thr Asn Gly Gly Cys Pro 
1 5 



Val Cys Lys Gin 
10 



<210> 31 
<211> 14 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial 



Sequence : derived from CBJ 



<400> 31 

Arg Lys Thr Asn Gly Gly Cys Pro 
1 5 



Val Cys Lys Gin Pro l/e 
10 



<210> 32 
<211> 19 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial 



Sequence : de/ived from CBP 



<400> 32 

Gly Cys Lys Arg Lys Thr Asn Gly 
1 5 



Gly Cys Pro Val Cys Lys Gin Leu 
lo/ 15 



lie Ala Leu 

<210> 33 
<211> 12 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial 



Sequence : derived from Mdm-2 



<400> 33 

Lys. Lys Arg Asn Lys Pro Cys^ Pro 
1 5 



Val Cys Arg Gin 
10 



<210> 34 
<211> 12 
<212> PRT 
<213> Artificial Sequence 



<220> 
<223> Description 



Artificial Sequence : derived from p300 



<400> 34 
Arg Lys Thr Asn (6ly Gly Cys Pro 
1 / 5 



lie Cys Lys Gin 
10 



<210> 35 



• 



<211> 14 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : derived from p300 
<400> 35 

Arg Lys Thr Asn Gly Gly Cys Pro lie Cys Lys Gin Leu lie 
15 10 

<210> 36 
<211> 14 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : derived /from Mdm-2 
<400> 36 

Lys Lys Arg Asn Lys Pro Cys Pro Val Cys Arg Gin Pro lie 
1 5 10 ' 




